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Chinese Academy of Sciences, Nanjing, 210008, P.R. China on soil fertility and environmental quality (Hvistendahl, 2010; Zhang et al., 2013) . 48 Given the need to boost crop yields and soil fertility while minimizing associated fertilization is a promising agricultural practice to increase both crop yield (Table S1 ) 60 and soil fertility (Table S2) were aligned using PyNAST, and chimera sequences were removed through QIIME.
165
A phylogenetic tree was then constructed using FastTree2 (Price et Pearson's product-moment coefficient and a UPGMA algorithm. bacterial community (Fig. S2) ; Chao1 values indicating the maximal number of 285 species were significantly higher in OM fertilization than in other fertilizations (Table   286   S3 ). The heatmap diagram (Fig. 1A) and the 100% stacked column chart (Fig. S1 ) 287 further showed that the relative abundance of Firmicutes was significantly increased 288 under OM fertilization: from 5% in the control up to 14% (p<0.05) (Figs. 1A and S1 ). with Bacillus asahii (Fig. 2C) . Collectively, the ratio of Bacillus asahii was 51.1% in 310 the Bacilli community in fresh OM fertilized soils. (Fig. S11) . The results supported the abovementioned conclusion that OM 323 fertilization greatly affected Bacilli community composition (Fig. S12) 1250-bp length per sample were constructed (Fig. 4) plus one for manure (Fig. 4 and 337 Table S6 ). Consistent with the above DGGE results, OM fertilization resulted in 338 profound changes in the Bacilli community composition (Table S7 ). OTU1 and OTU2, year of OM fertilization, while OTU2 followed in 1992 (Fig. 4) . Subsequently, their 342 ratios fluctuated between 22% and 42% for OTU1 and between 6.5% and 30% for 343 OTU2 (Table S6) 1A, S1 and S2 and Table S3 ), which resulted from the significant changes in soil 378 chemical properties under long-term OM fertilization (Table S8 ). This finding is Table S5 ). With respect to specific species, the ratios of 402 OTU1 and OTU2 were significantly higher in OM fertilized soil than in the control 403 (p<0.05), while their ratios were not different between NPK fertilized soil and the 404 control. Phylogenetic analysis indicated that OTU1 and OTU2 were highly affiliated 405 with Bacillus asahii (Fig. 2C) 
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